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Association of single nucleotide polymorphism of hTERT candidate genes with gas-

tric carcinoma
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Abstract Objective To explore the association of single nucleotide polymorphism SNP  of Ex2-659A/
G of human telomerase catalytic subunit hTERT with the incidence of gastric carcinoma. Methods Totally
168 patients of gastric carcinoma and 156 cancer-free controls were genotyped by polymerase chain reaction
PCR and PCR-restriction fragment length polymorphism PCR-RFLP . Results The frequency of AA
AG GG genotypes of hTERT Ex2-659A/G was 10.63% 47.5% and 41.88% in gastric carcinoma patients
and 15.13% 56.58% and 28.29% in controls respectively. The OR for AG and AA genotypes was 0. 519
95% CI 0.310-0.870 P =0.013 0.550 95%CI[ 0.255-1.188 P =0.128 in comparison with GG
genotype respectively. There was significant difference in genotype distribution and allele frequency of Ex2-
659A/G polymorphism x> =5.3734 P =0.0204 between the 2 groups. Conclusion Our results indicate
that Ex2-659A/G SNP of hTERT gene may be associated with reduced risk for gastric carcinoma.
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5% hTERT Ex2- 5
659A/G ID rs2736098 PCR-
RFLP 2.1
SNP
P <0.01
P>0.05
1 P <0.01 1
1
1.1
168 2005 12 2006 7 . “ " *
168 106 63. 10 76 45.24 46 27.38
156 75 48.08 60 38.46 12 7.69
156 X2 7.399 6 1.525 1 21.3354
P 0.006 5 0.216 8 0.000 0
128 40 31 -76 5569 2.2 2 hTERT Ex2-659A/G
118 38 28 ~73 54.63
5 2 20,0702 P=0.791 0 2 =0.013 4 hTERT Ex2-659A/G 1 hTERT Ex2-
P -0, 908 0 659A/G 3 AA 311 bp
AG 311 182 129 bp 3
sl 70T GG 182 129 bp 2
1.2 1 2 3 4 5 6 7
1.2.1 DNA /
DNA DNA
600 bp—
D 260 /D 280 DNA 1000
~20°C 500 bp— <311 bp
200 bp— .
1.2.2 PCR SNP ’ hieded
o 100 bp— <129 bp
! FEx2-659
A/G 5'-GACCGAGTGACCGTGGTTTC-3'  REx2-659 A/G 5'-
1 DNA 26 AA 347 AG 5 GG
CCAGAAAGATGGTCTCCACGA-3' 311 bp PCR
1 hTERTEx2-659A/G Apa 1
25 pl DNA 300 ng
10 pmol/L Taq DNA 0.1U dNTP 500 pmol/L Tris-HCl WTERT Ex2-659 AA AG GG
20 mmol/L pH=8.3  KCI20 mmol/L. MgClL3 mmol/L. PCR  10-03% 47.5% 41.88% A G 34.38%
94 °C 3 min 94 °C 30 s 59 C 30 s 72 C 1 65.63% 15, 13% 56.58%
i 30 - S min PCR 28.29% A G 43.422% 56.58% 2 A G
=5.3734 P=0.020 4
8 ul PCR 2% X
G/G A/G A/A2
311 bp Apa 1
OR 0.519 95% CI 0.310 ~0.870 P =
1.2.3 10 pl  TERTEx2-
0.013  0.550 95%CI 0.255 ~1.188 P =0.128 2
659A/GPCR 8 wl 10 x Buffer 1.0 pl BSA 0.1 pl _
A 0 _— 3h 30 Hardy-Weinberg hTERT Ex2-659A/G
pal v 7 ’ Hardy-Weinberg
1.3 2 hTERT Ex2-659A/G 2
SPSS 13.0 X
hTERTEx2-659A/G e v A c A
Hardy-Weinberg 168 67 41.8 76 47.5 17 10.63 210 65.62 110 34.38
156 43 28.29 86 56.58 23 15.13 172 56.58 132 43.42
odds ratios OR 1.00 0.519 0.550 - -
OR  95% ¢l OR 95% CI Logistic 959% CI - 0.310~0.870 0.255~1.188 - -
P - 0.013 0.128 - -
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